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San Luigi Gonzaga University Hospital  

Regione Gonzole 10, 10043 Orbassano (Torino), Italy  

Email:  giovannibattista.ferrero@unito.it 

 

CURRENT POSITION:  

2020 – present : Head, Thalassemia and Hemoglobinopathies Reference Center, 

   San Luigi Gonzaga University Hospital  

2020-present:     Associate Professor of Pediatrics, Department of Clinical and Biological Sciences 

                               School of Medicine, University of Torino 

2014-present:   Coordinator, Experimental Pediatrics Program  

                               PhD School in Biomedical Sciences and Oncology, University of Torino  

 

PREVIOUS POSITIONS:   

2014-2020:      Head, Pediatric Genetics Unit, Regina Margherita Children’s Hospital, Torino 

2015-2020:      Associate Professor of Pediatrics, Department of Public Health and Paediatrics, 

              School of Medicine, University of Torino 

2000-2015:      Assistant Professor, Department of Paediatrics, School of Medicine, University of Torino 

1995-2000:      Staff Physician Regina Margherita Children’s Hospital, Torino 

 

EDUCATION: 

1989: M.D. degree, summa cum laude, University of Torino 

1993: PhD degree in Pediatrics, University of Naples / Baylor College of Medicine, Houston,Texas 

1994: Residency in Paediatrics, University of Torino 

 

RESEARCH TRAINING 

1988-1991: Predoctoral training, Department of Biomedical Sciences, School of Medicine, University of Torino                                     

Supervisor: Prof. Irma Dianzani, Research project: Molecular basis of phenylketonuria in Italy. 

1991-1993: PhD student Dep. of Human Genetics, Baylor College of Medicine, Houston, Texas. 

Supervisor: Prof. Andrea Ballabio.  Research project: Positional cloning of disease genes 

1994: Visiting Research Associate, Dept. of Human Genetics, Baylor College of Medicine, Houston, Texas.  

Supervisor Prof. Brett Casey.  Research project: Positional cloning of ZIC3 gene 

 



RESEARCH FIELD  

Prof. Ferrero is a Pediatrician and a Clinical Geneticist committed to the clinical and molecular characterization 

of rare diseases. During the doctoral training at Baylor College of Medicine, Houston (Texas), he contributed to  

the discovery of several disease genes, exploiting Positional cloning techniques.   

Afterwards he developed a comprehensive approach to pediatric rare and complex diseases in the Clinical 

Genetics Unit of Regina Margherita Children’s Hospital in Torino. Taking advantage of an international network 

he has been able to describe new molecular mechanisms and genotype/pehenotype correlations in malformative 

syndromes, such as Beckwith-Wiedemann Syndrome and Noonan Syndrome. The large cohorts of patients 

followed-up have allowed to define specific strategies to improve the clinical approach to rare disease in 

childhood.  

In the last few years he has investigated the genetics of intellectual disabilities and autism, describing rare causes 

of neurodevelopmental defects, collaborating with the Autism Sequencing Consortium, an international 

collaborative study coordinated by the Icahn School of Medicine at Mount Sinai, New York.   

Recently, he has been appointed as Head of the Thalassemia and Hemoglobinopathies Reference Center at the 

San Luigi Gonzaga University Hospital, where he coordinates a number of Clinical studies exploring new 

therapeutic approach for these common mendelian disorders.   

The intersection between genetics, genomics and clinical care of patients affected by rare diseases can be 

considered the main focus of his entire career.  

 

SCIENTIFIC AWARDS 

1997: "Federico Marsico" Award of the Italian Society of Paediatric Cardiology 

2007: Best Platform Presentation Award of the Italian Society of Pediatric Genetics (SIMGEPED) 

2009: Poster Award of the European Society of Human Genetics 

2011: Best Platform Presentation Award of the Italian Society of Human Genetics (SIGU) 

2018: European Society of Human Genetics Award for the most cited Paper of the European Journal of Human 
Genetics in year 2016: (Epi)genotype-phenotype correlations in Beckwith-Wiedemann syndrome.  Eur J Hum 
Genet. 2016 Feb;24(2):183-90.  

 

GRANTS AWARDED 

1996. Fondazione Telethon: Molecular genetics of X-linked heterotaxy, as P.I. 

1999. Compagnia di San Paolo, Torino: Approccio molecolare alle malformazioni congenite: i difetti di 
lateralizzazione e le craniostenosi, as P.I. 

1999. MURST: Approccio genetico e biomolecolare ai difetti di lateralizzazione dell’uomo, as head of Research 
Unit 

2000. MURST: Basi metaboliche e molecolari dei difetti congeniti, as head of Research Unit 

2007. Regione Piemonte, Ricerca Sanitaria Finalizzata: Patogensi molecolare dela Sindrome di Noonan: un 
modello di predisposizione genetica all’insorgenza di tumori ematologici, as PI 

2007. PRIN : Genomic Imprinting defects in growth disorders and cancer, as head of Research Unit 

2008 - Regione Piemonte, Ricerca Sanitaria Finalizzata: Selezione e follow-up di pazienti affetti da Sindrome di 
Beckwith-Wiedemann ed analisi molecolare della regione 11p15 con tecnica MS-MLPA, as PI 



2008 - Fondazione Cassa Risparmio di Torino, Progetto Alfieri: Analisi genomica con CGH-Array in pazienti 
affetti da Ritardo mentale sindromico come strumento per l’individuazione di geni coinvolti nello sviluppo del 
sistema nervoso centrale dell’uomo, as PI 

2009 PRIN: Novel approaches to the study of teh growth disorders associated with genomic imprinting, as head 
of Research Unit 

2015, PRIN: Molecular genetics and new directions for clinical management of growth disorders associated 
with genomic imprinting, as as head of Research Unit   

2018, Compagnia di San Paolo, Torino: Sviluppo della banca dati Nazionale della Sindrome 
di Noonan e delle RASopatie correlate, as PI 

 

PROFESSIONAL MEMBERSHIPS 

Member of the Societa’ Italiana di Pediatria (SIP)  

Member of the Società Italiana Genetica Umana (SIGU)  

Member and founder of the Società Italiana Malattie Genetiche Pediatriche e Disabilità Congenite (SIMGEPED)  

Member of the European Society of Human Genetics (ESHG)  

Associazione Italiana Sindrome di Noonan e RASopatie, Member of the Scientific Committee 

Associazione Italiana Sindrome di Beckwith Wiedemann, Member of the Scientific Committee 

 

 

SELECTION OF RELEVANT PUBLICATIONS 

Author of 150 publications on research journals. Citation metrics (Scopus): Total citations: 5259, H-Index: 38 
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2: COVID-19 Host Genetics Initiative ( including Ferrero GB)  

 Mapping the human genetic architecture of COVID-19.  Nature. 2021 Dec;600(7889):472-477. 
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9: Brioude F, Kalish JM, Mussa A, Foster AC, Bliek J, Ferrero GB, Boonen SE, ColeT, Baker R, Bertoletti M, Cocchi 
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MC, Zampino G, De Luca A, Cavé H, Zenker M, Gelb BD, Dallapiccola B, Stella L, Ferrero GB,Martinelli S, 
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16: Baldassarre G, Mussa A, Banaudi E, Rossi C, Tartaglia M, Silengo M, FerreroGB.  

Phenotypic variability associated with the invariant SHOC2 c.4A>G (p.Ser2Gly)missense mutation.  Am J Med 
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Screpanti I, YntemaHG, Nillesen WM, Savarirayan R, Zenker M, Dallapiccola B, Gelb BD, Tartaglia M. 
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